Figure S1. Pallial and Subpallial Domains Are Detectable from Mid-Somite Stage in Zebrafish
Expression of telencephalic markers dlx2 (A and G), nkx2.1b (B,H), tbr1 (C and I), emx3 (D and J), shh (E and K) and wnt8b (F and L) at prim25 (A-F) or at 10/12ss (G-L). Insets in B and C are transversal views. Dotted lines delineate the telencephalic borders (the optic recess forms most of the telencephalic/diencephalic border). t: telencephalon, pt: prethalamus, th: thalamus, hy: hypothalamus. The scale bars indicate 100 µm. (A-F) Lateral views, anterior to the left, G-L: frontal views, dorsal top. Developmental stages are indicated at bottom left of each picture. (A) ngn1 expression is detected in the dorsal telencephalic neurons in wt embryos and its expression expands ventrally in foxg1 morphants (B). Ventral neurons detected by expression of zash1a (C) or islet1 (E) are absent in foxg1 morphants (D and F, respectively). Anti-tubulin immunostaining at later stages show that the anterior commissure (arrows in G and I) is completely absent in foxg1 knockdown embryos (H and J), while the postoptic commissure remains unaffected. Hu immunostaining labelling neurons nuclei in foxg1 morphants (L) in comparison with wt (K). t, telencephalon ; hyp, hypothalamus; d, diencephalon ; ac, anterior commissure ; poc, post-optic commissure.
Figure S3. Proliferation and Apoptosis Are Globally Unchanged in foxg1 Morphants
Left chart: H3P immunostaining has been performed to assess proliferation, at 12, 18 somite and prim-5 stages. We counted H3P positive cells in the telencephalon of wt and foxg1MO and found no significant variation at any stage analysed. Right chart: We examined apoptosis at 8 somite and prim-5 stages by anti-caspase3 immunostaining and counted the percentage of embryos showing positive cells in the telencephalon in wt and foxg1MO embryos. No significant change was detected.
Figure S4. Fgf and Shh Signaling Activities in foxg1 Morphants (A-H) Expression of signalling molecules and readout of their activity in wt (A-D) and foxg1MO (E-H). fgf8 as well as sprouty4 expression in the ventral telencephalon (A and B) is increased in foxg1MO (E and F).
Shh is faintly detected in the wt ventral telencephalon (C) but is absent in foxg1MO telencephalon (G) whereas ptc1 expression is detected in both wt and foxg1 morphants telencephalon (D and H).
Tbr1+ cell count in 6 embryos
Average of Tbr1 neurons per telencephalon WT 14, 17, 15, 19, 15, 14 15.6 Foxg1MO 34, 30, 32, 33, 34, 30 32.2 Foxg1MO; lef1MO 13, 12, 12, 13, 13, 12 12.5 lef1MO 8, 11, 9, 14, 12, 14 11.3 Red and pink frames delineate area 1 and 2 respectively, detected by PCR in the ChIP assay showed in Figure 7B . 
